Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.044; wR factor = 0.131; data-to-parameter ratio = 18.8. organic compounds o870 Vinuchakkaravarthy et al.
In the title compound, C 26 H 19 NO, the plane of the aromatic heterocycle makes a dihedral angle of 75.22 (4) with that of the attached phenyl ring. In the crystal, molecules are connected by C-HÁ Á ÁO interactions, generating R 2 2 (12) dimers. These dimers are further connected by C-HÁ Á Á interactions, linking the molecules into chains running along the a-axis direction.
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S1. Comment
Acridine is structurally related to anthracene with one of the central CH group replaced by nitrogen. Amsacrine which is an acridine derivative is clinically used for the treatment of cancer (Denny et al., 1982; Baguley & Ferguson, 1998) . The strong activity of acridine derivatives is due to their ability to intercalate into DNA base pairs and leading to cell cycle arrest and apoptosis (Prommier et al., 2006) .
The phenyl (C21-C26) and benzyl (C14-C20) rings deviate from the plane of the acridine system by 72.48 (6) ° and 49.24 (6) °, respectively. The crystal packing is stabilized by intermolecular C-H···O (C10-H10B···O1) interactions generating a R 2 2 (12) ring motif (Bernstein et al., 1995) . These dimers are further connected by C-H···π (C26-H26···Cg1) interactions generating chains running along the a-axis.
S2. Experimental
A 1:2 molar mixture of 9-phenyl-3,4-dihydroacridin-1(2H)-one was treated with aromatic aldehydes in the presence of NaOH and allowed to stir at room temperature for 5-7 h. After completion of the reaction as inferred by the TLC, the mixture was poured into 200 g of crushed ice and neutralized with dil HCl. The precipitate thus formed after adding into crushed ice was filtered off and the residue subjected to column chromatography using petroleum ether: ethyl acetate mixture (3:1) v/v as eluent and compound obtained as a pale yellow solid.
S3. Refinement
All H atoms were located in a difference map. Nevertheless, they were positioned geometrically (C-H = 0.93-0.98 Å) and allowed to ride on their parent atoms, with U iso (H) =1.2U eq (C). supporting information sup-2 Acta Cryst. (2014) . E70, o870
Figure 1
The molecular structure of the title compound with the atom numbering scheme. Displacement ellipsoids are drawn at the 30% probability level. H atoms are presented as small spheres of arbitrary radius. supporting information sup-3 Acta Cryst. (2014) . E70, o870
Figure 2
The cystal packing of the title compound showing the intermolecular C-H···O and C-H···π interactions chain running along aaxis, where Cg1 is the centroid of ring atoms C1-C6. Symmetry codes: (i) X,1/2-Y,1/2+Z; (ii) 1-X,-1/2+Y,1/2-Z;
(iii) X,3/2-Y,1/2+Z and (iv) 1-X,1/2+Y,1/2-Z. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
(2E)-2-Benzylidene-9-phenyl-3,4-dihydroacridin-1(2H)-one
θ max = 28.3°, θ min = 2.1°h = −12→10 k = −13→14 l = −25→25 Refinement Refinement on F 2 Least-squares matrix: full R[F 2 >
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.47972 (17 (7) −0.0065 (7) −0.0014 (6) C2 0.0810 (12) 0.0635 (10) 0.0627 (10) 0.0080 (9) −0.0252 (9) −0.0038 (8) C3
0.1013 (15) 0.0616 (11) 0.0722 (11) 0.0025 (10) −0.0351 (11) −0.0180 (9) C4 0.0883 (13) 0.0435 (8) 0.0671 (10) 0.0003 (8) −0.0153 (9) −0.0135 (7) C5 0.0519 (8) 0.0371 (7) 0.0476 (7) 0.0009 (6) 0.0017 (6) −0.0063 (6) C6 0.0442 (7) 0.0374 (7) 0.0431 (7) 0.0019 (6) 0.0029 (6) −0.0019 (5) C7 0.0401 (7) 0.0310 (6) 0.0421 (6) 0.0006 (5) 0.0059 (5) 0.0004 (5) C8 0.0424 (7) 0.0301 (6) 0.0419 (7) −0.0008 (5) 0.0045 (5) 0.0012 (5) C9 0.0441 (7) 0.0298 (6) 0.0460 (7) −0.0005 (5) 0.0054 (6) 0.0008 (5) C10 0.0619 (9) 0.0281 (6) 0.0537 (8) −0.0006 (6) −0.0023 (7) 0.0052 (6) C11 0.0655 (9) 0.0372 (7) 0.0470 (7) −0.0054 (6) 0.0013 (7) 0.0077 (6) C12 0.0527 (8) 0.0340 (6) 0.0434 (7) 0.0007 (6) 0.0039 (6) 0.0030 (5) C13 0.0467 (7) 0.0299 (6) 0.0428 (7) −0.0002 (5) 0.0028 (6) 0.0022 (5) C14 0.0638 (9) 0.0346 (7) 0.0437 (7) 0.0006 (6) 0.0037 (6) 0.0023 (5) C15 0.0669 (9) 0.0376 (7) 0.0415 (7) 0.0072 (7) 0.0042 (7) −0.0024 (6) C16 0.0744 (11) 0.0466 (8) 0.0493 (8) 0.0060 (7) 0.0093 (7) 0.0015 (7) sup-6 Acta Cryst. (2014) . E70, o870 C17 0.1057 (15) 0.0537 (9) 0.0488 (9) 0.0118 (10) 0.0160 (10) 0.0080 (7) C18 0.1155 (17) 0.0686 (12) 0.0457 (9) 0.0241 (11) −0.0039 (10) 0.0050 (8) C19 0.0860 (13) 0.0770 (12) 0.0544 (10) 0.0099 (10) −0.0154 (9) −0.0101 (9) C20 0.0771 (11) 0.0542 (9) 0.0477 (8) −0.0002 (8) 0.0000 (8) −0.0060 (7) C21 0.0437 (7) 0.0315 (6) 0.0429 (7) 0.0038 (5) −0.0031 (6) 0.0013 (5) C22 0.0569 (9) 0.0395 (7) 0.0485 (8) 
